In and that other factors must contribute to chromatin domain of hyperacetylation observed upon activation of recombination resembles this scenario. The opening opening.
In times. Identification of factors that target these activities The foregoing discussion implies that the recombinase will no doubt be a focus of intense research in the near plays a passive role, its ability to access recombination future, as will be the kinetics of chromatin opening relasites at the mercy of chromatin structures determined tive to the initiation of recombination. Whether transcripby other factors. We cannot, however, exclude the postion itself plays a part in the initiation of chromatin opensibility that the RAG proteins play a more active role in ing for recombination is also still a significant question. recognizing substrates that are packaged in a particular
In addition, determining how chromatin is "closed" at chromatin structure or are associated with specific nonproductive sites once a productive recombination trans-acting factors. The C terminus of RAG-2, although event has been achieved is critical to our overall underdispensable for recombination of artificial substrates standing of the regulation of V(D)J recombination and and Ig heavy chain D H to J H rearrangement, is required the coordination of chromatin remodeling events. specifically for V H to DJ H rearrangement (Kirch et al.,
